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APPENDIX  1

TABLE S1. Polymerase chain reaction (PCR)1 information.

Multiplex Primer2 Dye3 Reference [Primer] (µM) [MgCl2] (mM) [dNTPs] (µM) Taq4

mpAC1 Sco200 VIC DeHaan and Ardren, 2005 0.40 1.50 200 1.00 
 Smm22 NED Crane et al., 2004 0.40  
 Sco220 6-FAM DeHaan and Ardren, 2005 0.50  
 Sco215 PET DeHaan and Ardren, 2005 0.30  
mpAC2a5 Sco212 6-FAM DeHaan and Ardren, 2005 0.50 2.00 200 0.50
 Sco218 VIC DeHaan and Ardren, 2005 0.50
 Sfo18 NED Angers et al., 1995 0.20  
mpAC2b5 Sco202 PET DeHaan and Ardren, 2005 0.20 1.50 200 0.50
 Smm21 VIC Crane et al., 2004 0.16  
mpAC3 OMM1128 VIC Rexroad et al., 2001 0.16 2.00 200 0.50
 Smm24 NED Crane et al., 2004 0.20  
 OtsG253b VIC Williamson et al., 2002 0.12  
 SSOSL456 6-FAM Slettan et al., 1995 0.50  
 OMM1105 PET Rexroad et al., 2002 0.20  
mpAC4 OtsG83b 6-FAM Williamson et al., 2002 0.50 2.00 200 1.00
 Smm17 NED Crane et al., 2004 0.16  
 Sco109 VIC Washington Dept. of Fish and Wildlife unpubl. 0.50
 Sco216 PET DeHaan and Ardren, 2005 0.40

 1 PCR Protocol: 1 × 95˚C for 5 min; 35 × 95˚C for 30 sec, 55˚C for 30 sec, 72˚C for 45 sec; 1 × 72˚C for 30 min.
 2 Reverse primer is custom tailed (a 7 base sequence added onto the 5’ end).
 3 Forward primer is labeled with fluorescent dye.
 4 AmpliTaq Gold® DNA Polymerase with Gold Buffer and MgCl2 solution from Applied Biosystems.
 5 These multiplexes are post-PCR combined before running on the sequencer.
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TABLE S3. STRUCTURE (Pritchard et al., 2000) results showing the mean log‐likelihood values (LnP[D]) for different hypothesized 
numbers of genetic populations (K) and the mean value of the ΔK statistic of Evanno et al. (2005). Red values represent the most likely 
number of genetic groups indicated by ΔK. Dashes = not applicable given that ΔK cannot be calculated for these values of K. Results of 
the STRUCTURE analysis are also shown in Figure 3.
 
 All sampling locations Baseline sampling locations
K Mean LnP[D] SD LnP(D) ΔK Mean LnP[D] SD LnP(D) ΔK

1 −49842.50 0.21 — −11735.73 0.53 —
2 −48447.65 10.17 69.94 −10887.00 55.29 7.41
3 −47763.99 105.77 0.36 −10448.19 264.11 0.19
4 −47118.34 59.47 2.82 −10058.96 4.12 114.66
5 −46640.16 254.68 0.59 −10142.44 69.82 1.57
6 −46312.71 16.63 23.91 −10116.28 62.34 1.54
7 −46382.94 215.63 0.80 −10185.98 75.10 0.95
8 −46279.65 286.75 0.04 −10327.05 105.09 1.34
9 −46188.96 257.61 0.53 −10608.53 208.96 0.40
10 −46235.90 276.09 0.20 −10807.44 140.01 —
11 −46337.43 335.21 0.84      
12 −46155.79 283.00 1.05      
13 − 46272.63 233.68 0.15      
14 −46424.82 221.40 0.45      
15 −46477.28 338.38 —      

TABLE S4. Results of the 100% simulations performed using the program ONCOR (Kalinowski et al., 2007) to evaluate the power of 
our baseline sampling locations for genetic stock identification (GSI) and for subsequent mixed-stock fishery analysis, using empirical 
baseline sample sizes and simulated sizes of 100 and 200. This analysis creates simulated mixture and baseline samples by randomly 
drawing allele frequencies from each baseline (i.e., 100% of the simulated mixture is from one baseline population). ONCOR then 
estimates the proportion of the simulated mixture sample that is assigned back to the baseline. Values close to 1.0 suggest that the 
baseline sampling location performs well in GSI, and values greater than 0.9 are suggested to be informative for management purposes.

Baseline sample Empirical 100 200
 Average SD 95% C.I. Average SD 95% C.I. Average SD 95% C.I.

BRK-A 0.731 0.018 (0.696, 0.761) 0.977 0.012 (0.948, 0.994) 0.995 0.005 (0.982, 1.000)
BRK-B 0.908 0.012 (0.887, 0.933) 0.996 0.004 (0.989, 1.000) 0.999 0.001 (0.995, 1.000)
HORN 0.951 0.010 (0.931, 0.966) 0.983 0.007 (0.967, 0.996) 0.994 0.005 (0.981, 1.000)


